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Results
CRC comprised an immunosuppressive microenvironment at baseline compared to other

Background

Colorectal cancer (CRC) is a significant global health issue. Response rate to immune checkpoint inhibitors (ICl) in

Proportions of tumor-informed activated CD8+ T cells (CD8+PD1+Gzm B+) determine response to
MSI-H CRC patients have been encouraging but highly variable, pointing to the need for a better response biomarker

Nivolumab treatment response in CRC is negatively affected by immunosuppressive environment

. . . indications in CRC Nivolumab
for patient selection. We employed the Farcast CRC TruTumor histoculture platform to understand the role and
response of immune cell types in the complex Tumor MicroEnvironment (TME) that could identify ICI therapy A CTL B NK A X Control Nivolumab
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Table 1: Demography of patient samples (n=6) used for the study IFN-y, TNF-qa, Perforin and Granzyme B) across samples S3, S4, and S6
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