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Introduction:

Results:
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. o . . ) Fig. 4: A. T cell specific cytokine response was observed specifically by anti-CD3+IL2 stimulation while macrophage specific cytokine response was observed only by LPS
Email: nandlnl.palbasak@farcastblo.com or blopharma@farcastblo.com stimulation. The flowcytometry (B) and NanoString (C) analysis also demonstrated specific response pattern. Reference: 1. J Clin Invest . 2017 Aug 1;127(8):2930-2940
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